Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.029; wR factor = 0.078; data-to-parameter ratio = 16.5.
In the title complex, [ZnCl 2 (C 11 H 9 N 5 )], the Zn II ion assumes a distorted trigonal-bipyramidal ZnN 3 Cl 2 coordination geometry [Zn-N = 2.1397 (16)-2.2117 (17) Å , Zn-Cl = 2.2470 (6) and 2.2564 (6) Å ]. The crystal packing exhibitsstacking interactions between the 2,6-dipyrazol-1-ylpyridine ligands of neighbouring molecules.
Related literature
For the related crystal structure of dichlorido[2,6-bis-(pyrazolylmethyl)pyridine]zinc(II), see Balamurugan et al. (2004) .
Experimental
Crystal data [ZnCl 2 (C 11 Table 1 Selected interatomic distances (Å ).
Cg1, Cg2 and Cg3 are the centroids of the C4/N1/N4/N5/Zn1, C1-C3/N4/N5 and C4-C8/N1 rings, respectively.
Symmetry code: (i) Àx þ 1; Ày; Àz.
Data collection: SMART (Bruker, 1997) ; cell refinement: SAINT (Bruker, 1997) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and local programs. Fig. 1 . The molecular structure of (I) showing the atomic numbering and 30% probability displacement ellipsoids.
Figures

Dichlorido(2,6-dipyrazol-1-ylpyridine)zinc(II)
Crystal data [ZnCl 2 (C 11 Absorption correction: multi-scan (SADABS; Sheldrick, 1996) 
Refinement
Refinement on F 2 Hydrogen site location: inferred from neighbouring sites Least-squares matrix: full H-atom parameters constrained (7) 0.0014 (7) N2 0.0348 (9) 0.0376 (9) 0.0400 (10) 0.0006 (6) 0.0034 (7) 0.0025 (7) N3 0.0413 (9) 0.0486 (10) 0.0351 (9) 0.0030 (8) 0.0022 (7) 0.0011 (7) N4 0.0316 (8) 0.0370 (8) 0.0407 (10) −0.0038 (7) −0.0015 (7) 0.0037 (7) N5 0.0359 (9) 0.0376 (9) 0.0419 (10) −0.0029 (7) 0.0022 (7) −0.0007 (7) (6) 
